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I.- RESUMEN Y PALABRAS CLAVE 

 

gen SMALL ORGAN 4 (SMO4; AT2G40430) de Arabidopsis analizando sus interacciones 

SMO4 en Saccharomyces cerevisiae codifica la Nucleolar Protein 

al citoplasma de la subunidad mayor de

SMO4 causan 

smo4-3 

familias F2 y F3 derivadas de dichos cruzamientos, mediante amplificaciones de PCR y 

Hemos observado 

funcionales entre los genes estudiados.  

Palabras clave: SMO4, NMD, ARNr, dorsoventralidad, Arabidopsis thaliana. 

 

In this End of Degree Assignment, we contribute to the functional characterization 

of the Arabidopsis SMALL ORGAN 4 (SMO4; AT2G40430) gene, analyzing its genetic 

interactions. The orthologue of SMO4 in Saccharomyces cerevisiae encodes the Nucleolar 

Protein 53 (Nop53), which is involved in 5.8S rRNA maturation and in the export of the large 

ribosomal subunit from the nucleus to the cytoplasm. As expected for a gene encoding a 

ribosome biogenesis factor, mutant alleles of SMO4 cause a relatively weak phenotype, 

reminiscent to that of mutations in genes encoding ribosomal proteins. We performed 

crosses to combine the smo4-3 allele with alleles of genes encoding proteins involved in 

the control of leaf dorsoventrality and RNA quality. In order to identify single and double 

mutants, we genotyped by PCR amplification and Sanger sequencing plants from the 

parental, F2 and F3 generations of those crosses. We found some synergistic and epistatic 

phenotypes, which reveal functional relationships among the affected genes. 
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